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Abstract: M agnolia grandif lora DNA was isolated using four extraction methods They are traditional CTAB method, improved

CTAB method, traditional S method and mproved DS method The results indicate that improved CTAB DNA extraction

produces DNA of much better quality than theothers, which has higher density and purity, no protein and no such mpuritiesasRNA

and can bewell goplied to the analysis of ISSR molecular markers, and that the optimal DNA density in the ISSR-PCR reacting

system is 30 ng/20 4.
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131 DNA

CTAB DS Clark'™® Edwards®” : CTAB CTAB
: , CTAB CTAB : CTAB ,
PP B ; , Tris . : (1) 15mL EP
500 1 CTAB (TomL 8 128 gNaCl 2gCTAB 2g PV P-40000,10mL 1molA  Tris
HCl 4mL Q 5molL EDTA, 100mL) 204 B 65 ; (2 Q2g,
, 15mL EP , ; (3) 65 30 40min,
15min ; (4 400 1. KA c(4mold), , 30min; (5) 14000 r- min %, 10min,
Tris ; (6) / (24 1), , 14000 r min ‘' 4
15min 6 ;(7) - 20 500 4, - 20 1h; (8) 14000 r
- min ' 4 20min; (9) ,  80% , , 10 15min; (10) 50 TE
, 2.  Rnase, 37 30min; (11)- 20
DS DS ; , DS DS ;
DS X , DS PV P; , Tris
:(1) 15mL EP 900 1 100 (/L. 10% DS, 65 (2 Q2g,
, EP ,65 ,10 15min 2 3 ;(3 160 1. KA, , 30
min; (5)4 ,12 000 r- min *, 15min, , Tris . (6) EP ,
/ (24 1), , 4 r-min' ,10min; 6 ; (7 EP ,
2/3 - 20 , 30min; (8)4 ,8000r- min *, 10min; (9) , 80% ,
, 10 15min; (10) 50 TE , 2L RNase, 37 ,30min (11)- 20
132 DNA

GenQuanTM pro DNA /RNA DNA 260mm 280 nm ,
A 260/A 280 . A Q8%
133 DNA ISSR-PCR
DNA PCR , ISSR CcA)RAG : 20
w , TadDNA 10U,Mg”15mmol- L', dNTP 1 80 mmol- L %,
Q 5umol- L *, DNA 0 6 15 24 30 36 45 54 60 ng 9 : (0] ISSR-PCR
. 94 5min, 94 30 s, 56 455,72 2min, 35,72 7min, 4 . PCR
1 5%
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