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Abstract: Genetic diversity of 117 clones in 4 populations of Pinus massoniana Lamb. seed orchard in Chengbu, Hur

nan Province was studied using ISSR markers. Ten ISSR primers, selected from 100 UBC primers, were applied to
amplify all clones and a total of 218 markers were obtained. Among them, 210 are polymorphic loci and the rate of
polymorphic lociis 96 33% . The percentage of polymorphic loc betw een populations shared a range of 88 99% ~

90 37% and the highest (90 37%) was betw een Guangdong and Guangxi populations, which explained its ability
adapts to circumstances or environment strongly and the hereditary change level is the highest among the popule
tions. The Shannon diversity index and the Nef s diversity index were O 503 0 and O 334 7 (why different?). The
percentage of genetic identity of the 4 populations ranged from 0 968 9 to 0 981 2 and the coefficient of genetic dif
ferentiation and gene flow were 0 039 3 and 12 2219, respectively. The dendrogram based Nef s genetic distance
shows that a high similarity was betw een Xuefeng and Guizhou populations with the distance of 0 019 0. But there
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was a lower similarity between Guizhou and Guangdong Guangxi populations with the distance of 0. 031 6. T he re

sults reveal their geographic origination, which Xuefeng, Nanling, Guizhou populations are adjacent to each others,

while the genetic distance of Guangdong Guangxi population was farther away from that of the above 3 populations.

This result provides ascientific evidence for the management and choosing in Pinus massoniana Lamb. seed orchard.
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Table 1 DNA polymorphisms primer number and sequences
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Table 2  Genetic analysis of Pinus massoniana
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Table 3 Genetic distance and genetic identity
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